Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.112; data-to-parameter ratio = 15.1.
The asymmetric unit of the title compound, C 22 H 18 N 2 O 2 , contains two independent molecules, which differ in the orientations of the benzyl groups with respect to the planar (r.m.s. deviations of 0.031 and 0.020 Å ) quinazoline-2,4-dione skeletons [dihedral angles of 73.97 (4) and 70.07 (4) in the first molecule and 75.63 (4) and 63.52 (3) in the second]. The crystal structure is stabilized by weak intermolecular C-HÁ Á ÁO and C-HÁ Á Á interactions and aromaticstacking interactions [centroid-centroid distance = 3.735 (2) Å ].
Related literature
For the synthesis of the title compound, see: Hedayatullah (1981) . For the synthesis of quinazoline-2,4-dione derivatives, see: Shi et al. (2007) ; Kuryazov et al. (2008) . For the biological activity of quinazoline-2,4-dione derivatives, see: Colottaa et al. (2004); Yakhontov et al. (1977) . For related structures, see: Mazza et al. (1988) . For bond-length data, see: Allen et al. Refinement R[F 2 > 2(F 2 )] = 0.041 wR(F 2 ) = 0.112 S = 0.90 7088 reflections 470 parameters H-atom parameters constrained Á max = 0.28 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg4 and Cg8 are the centroids of the C17A-C22A and C10B-C15B rings, respectively. 
D-HÁ
Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: XP in SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97.
1,3-Dibenzyl-1,2,3,4-tetrahydroquinazoline-2,4-dione G. Karimova, J. Ashurov, N. Mukhamedov, N. A. Parpiev and K. M. Shakhidoyatov
Comment
Quinazoline-2,4-diones have been frequently used as intermediates and synthetic precursors for the preparation of a wide variety of heterocyclic compounds (Kuryazov et al., 2008) . In addition, they possess different biological activities (Colottaa et al., 2004; Yakhontov et al., 1977) .
The title compound consists of a quinazoline-2,4-dione skeleton with two benzyl groups. The asymmetric unit contains two molecules of 1,2,3,4-tetrahydro-1,3-dibenzylquinazoline-2,4-dione ( Fig.1 ). Orientation of benzyl groups with respect to the planar quinazoline-2,4-dione skeletons are different for independent molecules. Dihedral angles between planar quinazoline-2,4-dione system and benzyl group planes are 73.97 (4)° and 70.07 (4)° (for molecule A) and 75.63 (4)° and 63.52 (3)° (for molecule B). Torsion angles responsible for orientation of benzyl groups are shown in table 1. (In order compare torsions between A and B independent molecules must be taken absolute values of torsion angles).
Quinazoline-2,4-dione system of the molecules are packed into sheets along b axis by a aromatic π-π stacking interaction.
The benzene rings in the quinazoline-2,4-dione system standing nearly parallel (molecules A and B) are separated with distance of 3.477 (2) Å and benzene ring-centroid separation is 3.735 (2) Å with ring offset of 1.364 (2) Å. This distances for molecules of A at (x,y,z) and B at (1.5 -x, 1/2 + y, z) are 3.493 (2) Å, 3.791 (2) Å and 1.473 (2) Å.
The observed structure is stabilized by weak C-H···O and C-H···C ar type hydrogen bonds ( Table 2 ). The bond distances and angles in organic compound molecules are in normal ranges (Allen et al., 1987) .
Experimental
To suspension of 1H-quinazoline-2,4-dione (1.62 g) in 40 ml benzene was added 10% aqueous solution of sodium hydroxide (40 ml), tetrabutylammonium bromide (1.29 g, 4 mmol) and benzyl chloride (3.80 g, 30 mmol). The mixture was heated until 60° C and helded out for 6 h (Hedayatullah, 1981) . The organic layer was separated, washed with water until neutral reaction and dryed with Na 2 SO 4 , benzene was evaporated. Residue was recrystallized from benzene and obtained in 88% yield (3.02 g) of title compound. Colorless crystals suitable for X-ray analysis were obtained from dimethylformamide by slow evaporation.
Refinement
Carbon-bound H atoms were positioned geometrically and treated as riding on their C atoms, with C-H distances of 0.93 Å (aromatic) and 0.97 Å (CH 2 ) and were refined with U iso (H)=1.2Ueq(C). (7) −0.0019 (7) 0.0021 (7) N3A 0.0485 (8) 0.0514 (9) 0.0592 (9) −0.0013 (7) −0.0091 (7) 0.0050 (7) (7) 0.0021 (6) 0.0003 (7) O2B 0.0490 (7) 0.0854 (10) 0.0661 (8) −0.0013 (7) −0.0096 (7) −0.0101 (7) N1B 0.0412 (7) 0.0463 (8) 0.0525 (8) 0.0014 (6) −0.0047 (6) −0.0038 (7) supplementary materials sup-6 N3B 0.0388 (7) 0.0430 (8) 0.0545 (9) 0.0020 (6) −0.0008 (6) 0.0011 (7) 
